data reports
Synthesis and crystallization
To 2-methylpyridine (18.9 g, 0.20 mol) was added an excess of allyl chloride (18.6 g, 0.24 mol). The reaction mixture was refluxed for 72 h. Excess allyl chloride was removed under reduced pressure. The crude product was washed with Et 2 O (50 ml) and dried on a high vacuum line giving 1-allyl-2-methylpyridinium chloride as a brown powder (17.4 g, 51%), m.p. 364-367 K. Colourless plates were recrystallized from a solvent mixture of acetone/CH 2 Cl 2 .
1 H NMR (300 MHz, DMSO-d 6 ): 2.93 (3H, s), 5.10 (1H, d, J = 17.2 Hz), 5.35 (1H, d, J = 10.6 Hz), 5.66 (2H, d, J = 5.6 Hz), 6.00 (1H, m), 7.92 (1H, t, J = 6.8 Hz), 8.00 (1H, d, J = 7.9 Hz), 8.41 (1H, t, J = 7.6 Hz), 9.70 (1H, d, J = 5.9) p.p.m.
13 C NMR (75 MHz, DMSO-d 6 ): 20. 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, 2921 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 2438 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1622 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1573 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1503 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1478 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1455 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1421 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1296 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1158 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1141 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1053 5, 60.0, 120.9, 126.2, 130.0, 130.1, 145.5, 146.9, 155.0 p.p.m. IR (neat): 3009, , 1004 .
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 .
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Figure 2
Sixfold-coordinated chloride ions in the unit cell of the title compound.
Only hydrogen atoms involved in contacts are shown. Computer programs: X-AREA and X-RED (Stoe & Cie, 1997), SIR2002 (Burla et al., 2003) , SHELXL97 (Sheldrick, 2008) , ORTEP-3 for Windows (Farrugia, 2012) and Mercury (Macrae et al., 2008) . Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; y þ 1; z; (ii) Àx þ 2; Ày; Àz þ 1; (iii) Àx þ 2; Ày; Àz þ 2.
Figure 1
The molecular structure of the title compound, showing the atom labels and 50% probability displacement ellipsoids for non-H atoms. The C-HÁ Á ÁCl hydrogen bonds are shown as dashed lines. Symmetry codes: (i) x, y + 1, z; (ii) Àx + 2, Ày, Àz + 1; (iii) Àx + 2, Ày, Àz + 2.
data reports Special details Geometry. All s.u.'s (except the s.u. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell s.u.'s are taken into account individually in the estimation of s.u.'s in distances, angles and torsion angles; correlations between s.u.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell s.u.'s is used for estimating s.u.'s involving l.s. planes.
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Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
